JSparklines: making tabular proteomics data come alive.
Perhaps the most common way of presenting proteomics data, and indeed life sciences data in general, is by using some form of tabular data. And while tables can be very informative and contain lots of information, the format can be challenging to interpret visually. An elegant and efficient solution is to extend the textual and numerical information with an additional visual layer, referred to as sparklines, making it intuitive to draw inferences about the properties of the underlying data. We here present a free and open source Java library called JSparklines (http://jsparklines.googlecode.com) that allows straightforward addition of a substantial list of customizable sparklines to tabular data representations, and we show examples of how these sparklines greatly simplify the interpretation of the tabular data.